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Remodeling of cancer cell metabolism and its impact on therapy and outcome

Our laboratory is involved in the characterization of metabolic changes underlying cancer
progression and response to therapy, with particular focus on ovarian cancer. We have
shown that increased oxidative phosphorylation and altered cholesterol homeostasis. We
are currently dissecting the role of accumulated metabolites in gene expression changes
and in the development of immune resistance. Recently, a special attention has also been
given to the crosstalk between protein synthesis and mitochondrial metabolism. To shed
further light into the mechanisms of protein synthesis regulation in cancer, the role of
mitochondrial protein synthesis in the assembly and function of respiratory complexes as
well as the role of molecular chaperones in coupling cytosolic and mitochondrial translation
in cancer cell are currently under study.

Identification and characterization of novel RNA-binding proteins (RBPs) in cellular
models of ovarian and breast cancer

We have recently characterized a previously unknown RBP — named SDOS — with roles in
DNA-damage response and resistance to PARP inhibitors in breast cancer models. RBPs
are critical regulators of almost all hallmarks of cancer given their ability to remodel gene
expression at all post-transcriptional levels. Thus, this family of proteins is emerging as a
promising hotspot for targeted therapy. We are starting a new project aiming at
uncovering, in an unbiased way, the RBPome of patient-derived ovarian and breast cancer
cell lines before and after development of chemoresistance to identify novel RBPs playing
essential role in this context.
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